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KUMVWAF31/A sequences FIG.3A 

10 TCTA TCTG TCTA (TCTG) 4 (TCTA) 3 

12 TCTA (TCTG) 4 (TCTA) 7 

13 (TCTA) 2 (TCTG) 4 (TCTA) 3 TCCA (TCTA) 3 (TCCA) 3 T 

(Note also that, the 13 allele has an atypical 3' flanking 
sequence (highlighted) . The usual sequence is TCCA TCTA T.) 

HUMTH01 sequences FIG. 3B 

13.3 (TCAT) 4 CAT (TCAT) 7 TCGT 12th TCAT 

D8S1179 sequences FIG. 3C 

7 (TCTA) e ; 

19 (TCTA) 2 TCTG (TCTA) 16 

HTTMFIBRA (FGA) Repeat Sequences FIG. 3D 



16 . 1 


(TTTC) 3 


TTTT 


TTCT (CTTT) 


s T (CTTT) 3 CTCC (TTCC) 2 


27 


(TTTC) 3 


TTTT 


TTCT (CTTT) 


13 CCTT 


(CTTT) s 


CTCC (TTCC) 2 


30 


(TTTC) 3 


TTTT 


TTCT (CTTT) 


16 CCTT 


(CTTT) 5 


CTCC (TTCC) 2 


31 . 2 


(TTTC) 4 


TTTT 


TT 


(CTTT) 1S 


(CTTC) 3 


(CTTT) 3 


CTCC (TTCC) 4 


32 . 2 


(TTTC) 4 


TTTT 


TT 


(CTTT) 1S 


(CTTC) 3 


(CTTT) 3 


CTCC (TTCC) 4 


33 . 2 


(TTTC) 4 


TTTT 


TT 


(CTTT) 17 


(CTTC) 3 


(CTTT) 3 


CTCC (TTCC) 4 


42 . 2 


(TTTC) 4 


TTTT 


TT 


(CTTT) 8 


(CTGT) 4 


(CTTT) 


13 (CTTC) 4 (CTTT) 


CTCC 


(TTCC) 4 














43 . 2 


(TTTC) 4 


TTTT 


TT 


(CTTT) 8 


(CTGT) 5 


(CTTT) 


13 (CTTC) 4 (CTTT) 


CTCC 


(TTCC) 4 














44 . 2 


(TTTC) 4 


TTTT 


TT 


(CTTT) tl 


(CTGT) 3 


(CTTT) 


14 (CTTC) 3 (CTTT) 


CTCC 


(TTCC) 4 














45 . 2 


(TTTC) 4 


TTTT 


TT 


(CTTT) 10 


(CTGT) s 


(CTTT) 


13 (CTTC) 4 (CTTT) 


CTCC 


(TTCC) 4 














47 . 2 


(TTTC) 4 


TTTT 


TT 


(CTTT) 12 


(CTGT) s 


(CTTT) 


14 (CTTC) 3 (CTTT) 


CTCC 


(TTCC) 4 














48 . 2 


(TTTC) 4 


TTTT 


TT 


(CTTT) l4 


(CTGT ) , 


(CTTT) 


14 (CTTC) 4 (CTTT) 


CTCC 


(TTCC) 4 
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D21S11 alleles FIG. 3E 

53 (TCTA) 4 (TCTG} 6 (TCTA) 3 TA (TCTA) 3 TCA (TCTA) 2 TCCATA 
(TCTA) 6 TCGTCT 

54 (TCTA) S (TCTG) 6 (TCTA) 3 TCA (TCTA) 2 TCCATA (TCTA) g TCGTCT 

56 (TCTA) S (TCTG) 6 (TCTA) 3 TCA (TCTA) 2 TCCATA (TCTA) 10 TCGTCT 

57 (TCTA) 4 (TCTG) 6 (TCTA) 3 TA (TCTA) 3 TCA (TCTA) 2 TCCATA 
(TCTA) a TCGTCT 

59 (TCTA) 5 (TCTG) S (TCTA) 3 TA (TCTA) 3 TCA (TCTA) 2 TCCATA 

(TCTA) 9 TCGTCT 

61 (TCTA) 4 (TCTG) 6 (TCTA) 3 TA (TCTA) 3 TCA (TCTA) 2 TCCATA 

(TCTA) 10 TCGTCT 

63 (TCTA) 4 (TCTG) 6 (TCTA) 3 TA (TCTA) 3 TCA (TCTA) 2 TCCATA 

(TCTA) Z1 TCGTCT 

65 (TCTA) 6 (TCTG) S (TCTA) 3 TA (TCTA) 3 TCA (TCTA) 2 TCCATA 

(TCTA) X1 TCGTCT 

67 (TCTA) S (TCTG) S (TCTA) 3 TA (TCTA) 3 TCA (TCTA) 2 TCCATA 

(TCTA) 12 TCGTCT 

6 8 (TCTA) S (TCTG) 6 (TCTA) 3 TA (TCTA) 3 TCA (TCTA) 2 TCCATA 

(TCTA) u TA TCTA TCGTCT 

70 (TCTA) S (TCTG) 6 (TCTA) 3 TA (TCTA) 3 TCA (TCTA) 2 TCCATA 

(TCTA) 12 TA TCTA TCGTCT 

72 (TCTA) s (TCTG)g (TCTA) 3 TA (TCTA) 3 TCA (TCTA) 2 TCCATA 

(TCTA) 13 TA TCTA TCGTCT 

74 (TCTA) S (TCTG) 6 (TCTA) 3 TA (TCTA) 3 TCA (TCTA) 2 TCCATA 
(TCTA) 14 TATCTA TCGTCT 

75 (TCTA) 10 (TCTG) S (TCTA) 3 TA (TCTA) 3 TCA (TCTA), TCCATA 
(TCTA) 12 TCGTCT 

77 (TCTA) ai (TCTG) S (TCTA) 3 TA (TCTA) 3 TCA (TCTA) 2 TCCATA 

(TCTA) 12 TCGTCT 

79 (TCTA) n (TCTG) S (TCTA) 3 TA (TCTA) 3 TCA (TCTA) 2 TCCATA 

(TCTA) 13 TCGTCT 

81 (TCTA) 13 (TCTG) S (TCTA) 3 TA (TCTA) 3 TCA (TCTA), TCCATA 

(TCTA) 12 TCGTCT 

D18S51 sequences FIG- 3F 

8 (AGAA) . 



